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Dear Editor,
Malaria, a parasitic infection caused by Plasmodium

spp., is a global public health threat. In humans, four
species of malarial parasites are well known: Plasmodium
vivax, P. falciparum, P. ovale, and P.malariae. Within the past
decade, there are new emerging human malarial species,
and this becomes a very interesting issue in malariology.
The fifth malarial species, P. knowlesi, which was first re-
ported in Southeast Asia, has become a worldwide public
health concern (1). Many cases of P. knowlesi malaria have
been reported in travelers returning from Southeast Asia
(2). In 2014, the sixth malarial species, P. cynomolgi, was
identified in Southeast Asia, with a single case reported in
Malaysia (3). Malaria caused by P. cynomolgi is very difficult
to differentiate from that caused by P. vivax (3). In 2015, Lal-
remruata et al. (4) reported the seventh human malarial
species, P. brasilianum, this time in South America. Simi-
lar to malaria caused by P. cynomolgi, malaria caused by P.
brasilianum cannot be easily differentiated from classical
human malaria by a blood smear. There are also no differ-
ences in the clinical presentations. Thus, identification de-
pends on the use of molecular diagnostic methods. Based
on 18S rRNA gene sequencing, Lalremruata et al. (4) iden-
tified 12 patients harboring malaria parasites, which were

100% identical to those of P. brasilianum isolated from the
monkey Alouatta seniculus. Indeed, P. brasilianum malaria
is important monkey malaria, and the chance for human
cross-species infection had already been highlighted (3).
Of interest, other carriers of malaria, such as the monkeys
P. eylesi, P. inui, P. schwetzi, and P. simium, provide an oppor-
tunity for cross-species infection. Surveillance and studies
of these species for possible new human infections are rec-
ommended.

References

1. Wesolowski R, Wozniak A, Mila-Kierzenkowska C, Szewczyk-Golec K.
Plasmodium knowlesi as a Threat to Global Public Health. Korean
J Parasitol. 2015;53(5):575–81. doi: 10.3347/kjp.2015.53.5.575. [PubMed:
26537037].

2. Wiwanitkit V. Plasmodium knowlesi malarial infection in western
travelers returning from Southeast Asia A summary of the clinical pat-
tern. Arch Hellenic Med. 2012;29(1):58–60.

3. Ta TH, Hisam S, Lanza M, Jiram AI, Ismail N, Rubio JM. First case of a nat-
urally acquired human infection with Plasmodium cynomolgi. Malar
J. 2014;13:68. doi: 10.1186/1475-2875-13-68. [PubMed: 24564912].

4. Lalremruata A, Magris M, Vivas-Martinez S, Koehler M, Esen M,
Kempaiah P, et al. Natural infection of Plasmodium brasilianum
in humans: Man and monkey share quartan malaria parasites
in the Venezuelan Amazon. EBioMedicine. 2015;2(9):1186–92. doi:
10.1016/j.ebiom.2015.07.033. [PubMed: 26501116].

Copyright © 2016, Hamadan University of Medical Sciences. This is an open-access article distributed under the terms of the Creative Commons Attribution-NonCommercial
4.0 International License (http://creativecommons.org/licenses/by-nc/4.0/) which permits copy and redistribute the material just in noncommercial usages, provided the
original work is properly cited.

http://test.dev
http://dx.doi.org/10.17795/ajcmi-35145
http://dx.doi.org/10.3347/kjp.2015.53.5.575
http://www.ncbi.nlm.nih.gov/pubmed/26537037
http://dx.doi.org/10.1186/1475-2875-13-68
http://www.ncbi.nlm.nih.gov/pubmed/24564912
http://dx.doi.org/10.1016/j.ebiom.2015.07.033
http://www.ncbi.nlm.nih.gov/pubmed/26501116

	References

